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The PhyloCode is based on ideas presented in the literature since the late 1980s (primarily by Kevin 
de Queiroz & Jacques Gauthier) and, more formally, on the outcome of a workshop held at Harvard 
University in August 1998.    
 
The PhyloCode has been designed so that it can be used concurrently with the existing 
nomenclatural codes, although the scientific community might ultimately decide that the PhyloCode 
should become the sole code governing the names of taxa.  At present the intent is to provide an 
alternative system, not a replacement. 
 
The fundamental characteristic that distinguishes the PhyloCode from the conventional hierarchic 
nomenclatural systems is its ranklessness. The PhyloCode covers the naming of clades and species, 
but in this system these terms refer not to ranks, but to different kinds of biologic entities. Both clades 
and species considered to be products of evolution that are discovered, rather than created, by 
systematists, and both have an objective existence regardless of whether they are named. 
 
 
Principles of the PhyloCode (http://www.ohiou.edu/phylocode/principles.html) 
 

1. Reference—The primary purpose of taxon names is to provide a means of referring to taxa, as 
opposed to indicating their characters, relationships, or membership. 

 
2. Clarity—Taxon names should be unambiguous in their designation of particular taxa. 

Nomenclatural clarity is achieved through explicit definitions, which describe the concept of 
the taxon designated by the defined name. 
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3. Uniqueness—To promote clarity, each taxon should have only one accepted name, and each 
accepted name should refer to only one taxon. 
 

4. Stability—The names of taxa should not change over time. As a corollary, it must be possible 
to name newly discovered taxa without changing the names of previously discovered taxa. 

 
5. Phylogenetic context—This code is concerned with the naming of taxa and the application of 

taxon names in the context of phylogenetic concepts of taxa. 
 

6. Taxonomic freedom. This code permits freedom of taxonomic opinion with regard to 
hypotheses about relationships; it only concerns how names are to be applied within the 
context of a given phylogenetic hypothesis. 

 
7. There is no "case law" under this code. Nomenclatural problems are resolved by the 

Committee on Phylogenetic Nomenclature (CPN) by direct application of the code; previous 
decisions will be considered, but the CPN is not obligated by precedents set in those 
decisions. 
 

 
History: 

 
De Queiroz, K.  1988.  Systematics and the Darwinian revolution.  Philos. Sci. 55: 238–259. 
 
De Queiroz, K., and J. Gauthier.  1990.  Phylogeny as a central principle in taxonomy: Phylogenetic 

definitions of taxon names.  Syst. Zool. 39: 307–322. 
De Queiroz, K., and J. Gauthier.  1992.  Phylogenetic taxonomy.  Annu. Rev. Ecol. Syst. 23: 449–

480. 
De Queiroz, K., and J. Gauthier.  1994.  Toward a phylogenetic system of biological nomenclature.  

Trends Ecol. Evol. 9: 27–31. 
 
Workshop I - The preparation of the PhyloCode began in the autumn of 1997, following a decision by 
Michael Donoghue, Philip Cantino, and Kevin de Queiroz to organize a workshop for this purpose. 
 The workshop took place August 7–9, 1998 at the Harvard University Herbaria, Cambridge, 
Massachusetts, U.S.A. 
 
The first public draft of the PhyloCode is posted on the Internet in April, 2000.  
 
Workshop II – The second workshop was held at Yale University, New Haven, Connecticut, USA 
during July 28–30, 2002. 
 
The First International Phylogenetic Nomenclature Meeting took place July 6–9, 2004, at the 
Muséum National d'Histoire Naturelle in Paris. 
 
The Second Meeting of the International Phylogenetic Nomenclature took place June 28–July 2, 
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2006, at the Peabody Museum of Yale University, New Haven, Connecticut, USA. 
 
The Third Meeting of the International Phylogenetic Nomenclature took place July 20–July 22, 
2008, at Dalhousie University in Halifax, Nova Scotia, Canada. 
 

Membership in The International Society for Phylogenetic Nomenclature is open to all. 
(www.phylonames.org) 

 
 
 

Properties of Phylogenetic Nomenclature: similarities to rank-based systems embodied in the 
traditional codes.  
 
1) Both systems goals of providing unambiguous methods for applying names to taxa, selecting a 
single accepted name for a taxon from among competing synonyms or homonyms, and promoting 
nomenclatural stability and continuity to the extent that doing so does not contradict new results and 
conclusions.  
 
2) Neither system infringes upon the judgment of taxonomists with respect to inferring the 
composition of taxa or to assigning taxonomic ranks.  
 
3) Both systems use precedence, a clear order of preference, to determine the correct name of a taxon 
when synonyms or homonyms exist.  
 
4) Both systems use the date of publication (chronological priority) as the primary criterion for 
establishing precedence.  
 
5) Both phylogenetic and rank-based systems have conservation mechanisms that allow a later-
established name to be given precedence over an earlier name for the same taxon if using the earlier 
name would be contrary to the fundamental goal of promoting nomenclatural stability and 
continuity. 
 
Properties of Phylogenetic Nomenclature: differences from rank-based systems embodied in the 
traditional codes.  
 
1) The phylogenetic system is independent of taxonomic rank. Although taxa are hierarchically 
related, the assignment of taxonomic rank is not part of the naming process and has no bearing on 
the spelling or application of taxon names. As a consequence, the phylogenetic system does not 
require ranked taxonomies. 
 
2) In the phylogenetic system, the categories "species" and "clade" are not ranks but different kinds of 
biological entities. A species is a segment of a population lineage, while a clade is a monophyletic 
group of species (or organisms). Both are products of evolution that have an objective existence 
regardless of whether they are named. As a consequence, once a taxon is named, the composition 
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and diagnostic characters of that taxon become questions to be decided by empirical evidence rather 
than by personal decisions.  
 
3) In addition to applying names to nested and mutually exclusive taxa, as in traditional 
nomenclature, the phylogenetic system allows names to be applied to partially overlapping taxa 
(clades). This provision is necessary to accommodate situations involving taxa (both species and 
clades) of hybrid origin.  
 
4) In contrast to the rank-based codes, which use (implicit) definitions based on ranks and types to 
determine the application of names, phylogenetic nomenclature uses explicit phylogenetic 
definitions. Species, specimens, and apomorphies cited within these definitions are called specifiers 
because they are used to specify the clade to which the name applies. These specifiers function 
analogously to the types of rank-based nomenclature in providing reference points that determine the 
application of a name; however, they differ from types in that they may either be included in or 
excluded from the taxon being named, and multiple specifiers may be used.  
 
5) The fundamental difference between the phylogenetic and rank-based systems in how names are 
defined leads to operational differences in the determination of synonymy and homonymy. For 
example, under the PhyloCode, synonyms are names whose phylogenetic definitions specify the same 
clade, regardless of prior associations with particular ranks; in contrast, under the rank-based codes, 
synonyms are names of the same rank whose types are included within a single taxon at that rank, 
regardless of prior associations with particular clades.  
 
6) The PhyloCode permits taxonomists to restrict the application of names with respect to clade 
composition. If a taxonomist wishes to ensure that a name refers to a clade that either includes or 
excludes particular taxa, this result may be achieved through the use of additional internal or 
external specifiers (beyond the minimal number needed to specify a clade), or the definition may 
contain a qualifying clause specifying conditions under which the name cannot be used.  
 
7) The PhyloCode includes recommended naming conventions that promote an integrated system of 
names for crown and total clades. The resulting pairs of names (e.g., Testudines and Pan-Testudines for 
the turtle crown and total clade, respectively) enhance the cognitive efficiency of the system and 
provide hierarchical information within the name.  
 
8) Establishment of a name under the PhyloCode requires both publication and registration. The 
purpose of registration is to create a comprehensive database of established names (discussed below), 
which will reduce the frequency of accidental homonyms and facilitate the retrieval of nomenclatural 
information. 
 
Advantages of the Phylocode 
 
1)  It eliminates a major source of instability under the rank-based codes—changes in clade names 
due solely to shifts in rank.  
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2)  It also facilitates the naming of new clades as they are discovered. Under the rank-based codes, it 
is often difficult to name clades one at a time, similar to the way that new species are named, 
because the name of a taxon is affected by the taxon's rank, which in turn depends on the ranks of 
more and less inclusive taxa.  
 
3)  Permits (though it does not require) the abandonment of categorical ranks, which would 
eliminate the most subjective aspect of traditional taxonomy. The arbitrary nature of ranking, though 
acknowledged by most taxonomists, is not widely appreciated by non-taxonomists.  
 
4)  The PhyloCode applies at all levels of the taxonomic hierarchy. In contrast, the ICZN does not 
extend its rank-based method of definition above the level of superfamily, and the ICBN extends that 
method of definition only to some names above the rank of family (automatically typified names) 
and the principle of priority is not mandatory for those names.  

 
How to describe a clade: 

 
• A node-based clade is a clade originating with a particular node on a phylogenetic tree, where 

the node represents a lineage at the instant of a splitting event. 
• A branch-based clade is a clade originating with a particular branch (internode) on a 

phylogenetic tree, where the branch represents a lineage between two splitting events.   
• An apomorphy-based clade is a clade originating with the ancestor in which a particular 

derived character state (apomorphy) originated. 
• A crown clade is a node-based clade originating with the most recent common ancestor of 

two or more extant species (or organisms). 
• A total clade is a branch-based clade composed of a crown clade and all organisms (and 

species) that share a more recent common ancestor with that crown clade than with any 
extant organisms or species that are not members of that crown clade. 

 
Two Additional resources: 
 
Phylonyms: a Companion to the PhyloCode  - Names and definitions published in this companion 
volume will be the first to be established under the PhyloCode and will have priority over 
subsequently defined names. The definitions and associated protologues will also serve as models for 
future users of phylogenetic nomenclature. The companion volume should ideally include 
definitions for all widely used names—i.e., the large and/or deep clades that are commonly 
discussed in textbooks and other works for non-specialists. 
 
RegNum – an online name registration database.  Registration is required for establishment of names 
under the PhyloCode.   The name and other required information must be submitted to the 
registration database for phylogenetically defined names.  The name may be submitted to the 
database prior to acceptance for publication, but it is given only a temporary registration number at 
that time.  The registration number will become permanent after the author notifies the database that 
the paper or book in which the name will appear has been published, provides a full reference to the 
publication, and confirms that the definition in the database is identical to that in the publication. 


